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Supplementary Figure S1 Mapping risk genes associated with COVID-19 GWAS SNPs Vennplot of (A) genes with 
nonsynonymous substitutions and (B) eGENEs for COVID-19 in A2, B2 and C2 phenotype. Barplot of enriched GO Pathways
 of (C) genes with nonsynonymous substitutions and (D) eGENEs for COVID-19.


